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@ LadybirdBase

Introduction

LadybirdBase is a comprehensive database that compiles information on ladybird beetles mainly
from published literature. The development and maintenance of LadybirdBase are supported by our

team from Sun Yat-sen University, China.
Thanks to Miss Yue-Ning Jian for designing the logo of LadybirdBase.

For collaboration inquiries, please contact Hao-Sen Li at lihaosen3@mail.sysu.edu.cn. For technical

support, please contact Yi-Fei Sun at sunyf28 @mail2.sysu.edu.cn.
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Search Ladybird Information

Taxonomy ~ @ Search Search

Examples for Searching: Diet
Taxonomy: Enter the na lecies to find information on its taxonomy and biology. Example: Cryptolaemus montrouzieri;

Distribution: Enter the n Orthogroup p find which ladybird species are distributed there. Example: Guangdong;
Orthogroup: Enter a gene or gene ramily name to find related gene family information. Example: cell wall hydrolase.

Diet: Enter the name of Distribution food source to find which ladybird species feed on it. Example: Planococcus citri or coccids;

Total visit: 981

@2025 LadybirdBase
B|CP£&20253925602

Citation: 10.1101/2025.06.15.659824

Main page

choose target term to search

Examples for Searching:

Taxonomy: Enter the name of a ladybird species to
find information on its taxonomy and biology.
Example: Cryptolaemus montrouzierr,

Diet: Enter the name of a ladybird's prey or food
source to find which ladybird species feed on it.
Example: Planococcus citri or coccids;
Distribution: Enter the name of a location to find
which ladybird species are distributed there.
Example: Guangdong;

Orthogroup: Enter a gene or gene family name to
find related gene family information. Example: cell

wall hydrolase.
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6872 ladybird species recorded in LadybirdBase

®Coccinellidae

©Coccinellinae
©ABDHP-Aspidimerini
©ABDHP-Brachiacanthadini
©ABDHP-Diomini
°ABDHP-Hyperaspidini
©ABDHP-Platynaspidini
°Argentipilosini
OAzyini
©@cCsPs-Chilocorini
©CSsPS-Plotinini
©csPs-sticholotidini
©cCsPs-Sumniini
°Cephaloscymnini
Ochilocorini
©chnoodini
©coccidulini
Ococcinellini
°Cranophorini

Oc ryptognathini
ODiomini

OEpilachnini
°Limnichopharini
ONoviini

Qortaliini

Opentiliini

Oporiini

T

click

W@ Shirozuellini
Ostethorini
OTelsimiini
OTetrabrachini
©Microweiseinae
©carinodulini
OMadeirodulini
OMicroweiseini
°Serangiini
eMonocoryninae
°Monocorynini

v

®Coccinellidae

©cCoccinellinae
©coccinelini
© ABDHP-Aspidimerini
°Scymnini
© Pseudoscymnus
@ Nephus
@©cyrema
© Veronicobius
@ Leptoscymnus
© Pseudaspidimerus
Ozius
@ Axinoscymnus
@ Carinoscymnus
@ Scymnobius
@ Acoccidula
© sasajiscymnus
© Cryptolaemus
Cryptolaemus aeruginosus
Cryptolaemus affinis
Cryptolaemus ambiguus
Cryptolaemus asymmetricus
Cryptolaemus atratus
Cryptolaemus bicolor
Cryptolaemus concinnus
Cryptolaemus crofchi
Cryptolaemus distinctus
Cryptolaemus dualis
Cryptolaemus dubius
Cryptolaemus fraternus
Cryptolaemus gressitt
Cryptolaemus guineensis
Cryptolaemus incertus
Cryptolaemus incrassatus
Cryptolaemus iodes
Cryptolaemus magnificus
Cryptolaemus metallicus

display

Cryptolaemus montrouzieri

jIntroduction

I jeri Mulsant (Coleoptera: C idae) is arguably one of
the most widely used biological control agents. It has been introduced into many
Jcountries around the world. Both larvae and adults are voracious feeders, which
prey on all stages of the mealybug hosts.

Picture
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W65 & (TR SR Cryplolacmus montrowzieri Mulsant, 1853
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[Taxonomy

[Synonymous: Cryptolaemus montrousier
JCombination: No record
IChinese name: &rmEmR
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Cryptolaemus parvus
Cryptolaemus prominens
Cryptolaemus pulchellus
Cryptolaemus purpureus
Cryptolaemus regalis
Cryptolaemus riedeli
Cryptolaemus robustus
Cryptolaemus sedlaceki
Cryptolaemus sigmoidus
Cryptolaemus similis
Cryptolaemus simulatus
Cryptolaemus sinestria
Cryptolaemus splendens
Cryptolaemus splendidus
Cryptolaemus subviolaceus
Cryptolaemus tetrahedron
Cryptolaemus trochanteratus
Cryptolaemus typicus

Cryptolaemus wallacii
M nbnanin

Reference ID  Title

Lietal, Variation In life history traits and transcriptome assoclated with

2016a adaptation to diet shifts in the ladybird Cryptolaemus
montrouzieri

Chenetal,  Physiological and evolutionary changes in a bioiogical control

2018a agent during prey shifts over several generations

Lietal Genomic insight into diet adaptation in the biological control

2021a agent Cryptolaemus montrouzieri

Lietal t ly acquired genes with

2021b adaptive radiation of ladybird beetles

Molecular evolution of die(avy shifts in |deﬁ|(d beetles
(Coleoptera: Coccinellidae): from fungivory to camivory and

herbivory

Zhang et al., Transcriptome responses to heat- and cold-stress in ladybirds

2015a (Cryptolaemus montrouzieri Mulasnt) analyzed by deep-
sequencing

Biology page

click each term to display the details
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Diet Name: Icerya purchasi

Ladybird Name: | Please input the name of predator Search

Usage

Food Type Food Ladybird el
> coceids Icerya purchasi  Adalia bipunciata
coccids Icerya purchasi  Tetrabrachys kozlovi
D i et coccids Icerya purchasi  Novius koebelei
coccids Icerya purchasi  Novius rufopiiosus
coccids Icerya purchasi  Tetrabrachys kozlovi
Diet Name:| Please input ti of prey Search Ladybird Name:| Please input the name of =
coccids Icerya purchasi  Novius pumilus
coccids Icerya purchasi  Novius cardinaiis
coccids Icerya purchasi  Novius pumilus
coccids Icerya purchasi  Novius quadrimaculatus
Y coccids Icerya purchasi  Chilocorus bipustulatus
Cryptofaer_nu._s CorgEs Novius pumilus l_?-’rop ¥ {ea Harm_cr_rfa coccids Icerya purchasi  Cryptolaemus mentrouzieri
montrouzieri septempunctata Japonica axyridis
Diet Name: | Please input the name of prey Search Ladybird Name:  Cryptolaemus montrouzieri
Food Type Food Ladybird ilde
aphids whiteflies psyllids planthoppers. thrips. ants. mites plant leaves EEEEE D e LYBiCleeties eatucac
coccids Planococcus citri Cryptolaemus montrouzieri
coccids Maconellicoccus hirsutus Cryptolaemus montrouzieri
coccids Pseudococcus sp Cryptolaemus montrouzieri
coccids Dysmicoccus brevipes Cryptolaemus montrouzieri
palen olhees coccids Maconellicoccus hirsutus Cryptolaemus montrouzieri
coccids Maconellicoccus hirsutus Cryptolaemus montrouzieri
coccids Nipaecoccus nipae Cryptolaemus montrouzieri
coccids Pulvinaria psidii Cryptolaemus montrouzieri
coccids Maconellicoccus hirsutus  Cryptolasmus montrouzieri
coccids Nipaecoccus nipae Cryptolaemus montrouzieri
coccids Maconellicoccus hirsutus Cryptolaemus montrouzieri
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g Represent the country with
record of specific predator
Diet feeding on spiC|f|c prey
click can direct to biology page of this species

Diet Name:| Please input the name of prey Search Ladybird Name: | Please input the name of predator Search I Cryptolaemus montrouzien- I
°Cryptofaemus montrouzieri Icerya purchasi
°Aleyrodidae
CIiCk °Dias.p?didae o
B ©~Aphididae Distribution
P ~ °Coccidae
R : S © Pseudococcidae s
Cryptolaemus Coccinella Novils pomilis Propylea Harmonia QM hlebid Record number
montrouzieri  septempunctata p Jjaponica axyridis (elnle, il Sefle = - 1

lcerya purchasi l

coccids aphids whiteflies psyllids planthoppers thrips. ants mites plant leaves Diet Ladybird Reference ID

Icerya purchasi I Cryptolaemus montrouzieri I I Kairo et al., 2013a I

click can direct to biology page of this species

A\

y
click can direct to reference page of this reference

pollen others
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@coccids Planococcus citri
© Aleyrodidae Ladybird
U S a e °Aphalaridaa
© Asterolecaniidae E’EmﬂWﬂ
© Cerococcidae

. v
©Coccidae Wm
°Dac(ylapiidae Bezﬂim@ﬁ!mﬁm

D o @ Diaspididae
Iet °Erioouccidas Record number - Represe nt the
i -— 2 —_ :
@ Margarodidae ~ d b f
°Matsucoccidae recora numper o
_ A @Monophiebidae » with record of any
Diet Name: | Please input the name of prey Search Ladybird Name: | Please input the name of predator Search © Ortheziidae
@Pscudococcidas predator preyed on
Dysmicoceus boninsis 0 3 ”
Oysmcsecas b specific prey
Dysmicoccus brevipes
Erium lichtensioides Diet Ladybird Locality Reference ID
Ferrisia virgata
Ptanococcus citi Decadiomus bahamicus Gill etal,, 2012a
Maconellicoccus hirsutus
Nipascoocus eunienatus Planacoccus it Harmonia octomaculata Poorani, 2023
r 5 = Nipagcoccus filamentosus
Gryptofaer_nu._s Coccinella Novius pumilus ‘_:"'OPV{EB Harm_or?ra Mipsscoccus nipse Planococcus Gitri Nephus quadrimaculatus Ren ot al , 2009a
montrouzieri septempunctata Japonica axyridis N ik
Planococcus Gitri  Nephus ryuguus Pang et al, 1979
Oracella acuta
Paracogous margnatus Pianococcus ciiri Cryptolaemus montrouzieri  America Kairo et al,, 2013a
Phenacoceus graminicola
Pher o Planococous Gitn  Cryptolaemus montrouzieri  Cyprus Kairo et al., 2013a
Planococcus citr Planococcus citi  Cryplolaemus montrouzie  Naly Kairo el al, 2013a
Planococcus ficus
Planococcus kenyae Planococcus it Cryptolaemus montrouzieri  ltaly Kairo et al, 2013a
Planococcus krauhniae
Planococcus citii Cryptolaemus montrouzieri  lsrael Kalro et al, 2013a
Planococcus marifimus
aphids whiteflies psyllids planthoppers thrips ants mites plant leaves Planococcus minor Planococous giti Cryptolaemus montrouzieri  Saint Helena  Kairo et al, 2013a
Planococcus vitis
Pssu Planococcus Gl Cryptolaemus montrouzierl  SaudiArabla  Kalro et al, 2013a . A
Pasudococcus aurilenatus Planococous citr Cryptolasmus montrouzier South Africa Kairo et al, 2013a CI I c k ca n d I re ct
Pseudogocous citri
Pseudococcus crotanis Planococcus citri  Cryptolaemus montrouziei  Oman Kairo et al, 2013a to refe re n ce -
Pseudococcus longispinus
Ay i Planococeus citt]  Cryptolaemus montrouzierill | Australi I Kairo et al, 2013a H f t h .
dococous ryani
Pseudococcus sequoias | | page O IS
pollen others Pseudococcus sp \ 4
Rastrococcus i jos refe rence

R click can direct
bl to biology page click can direct
of this species to distribution
page of this

country
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Distribution

High
- 523

Low

The number of
predator with
records in specific
country

The taxonomy of
species with
distribution records
in specific country

Coccinellidae in China

@ Coccinellidae
@ Coccinellinae
© ABDHP-Aspidimerini
© ABDHP-Diomini
© ABDHP-Hyperaspidini
© ABDHP-Platynaspidini
©csPs-Chilocorini
©CSPS-Plotinini
==t ©CsPS-Sticholotidini
©CsPSs-Sumniini
©coccidulini
© Coccinellini
©cpilachnini
©Noviini
©ortaliini
eScymnini
© Axinoscymnus
© Cryptolaemus

Cryptolaemus montrouzieri
©Nephus
© Pseudoscymnus
© sasajiscymnus
Scymnus
°Slipinskiswmnus
©shirozuellini
© stethorini
OTelsimiini
© Tetrabrachini
©Microweiseinae
O Microweiseini
Osera ngiini

The
distribution of ¢—
specific species

Cryptolaemus montrouzieri
Introduction

Introduction

INo record;

Picture

1965 i GBI 9 shCryplolacmus montrouzieri Mulsant, 1853
a kR b o f MMPARE: ¢ TH: A FFKF: c.E
W L 0RES

[Taxonomy

[Synonymous: Cryptolasmus montrousieri
Combination: Norecord
[Chinese name: zEREuR

Food Lab test
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Whole genome

Genome ID

genoma0001
genome0002
genome0003
genome0004
genoma0005
genome0007
genome(008
genome0009
genome0010
genoms0011

genoma0012

Species
Henosepilachna vigintioctomaculata
Henosepilachna vigintioctopunctala
Cynegetis impunclata

Propylea japonica

Harmonia axyridis

Adalia bipunctata

Coccinella septempunctata
Micraspis discolor

Cryptolaemus montrouzieri

Nowius pumilys

Megalocaria dilatata

Genome Size (Mb)
581.63
496.12
796
851.23
42554
47529
398 87
523.75
988.13
182 42

7723

Level

whole genome chromosome
contig

scaffold

whole genome chromosome
whole genome chromosome
whole genome chromosome
whole genome chromosome
contig

whole genome chromosome
contig

whole genome chromosome

Chromosome

10A+X

GA+X

TAsX

GARXY

9GA=X

10A+X

9A+X

Scaffolds

52

151

5777

1074

19

25

2609

206

942

GC Content

3183

3161

32

3512

3514

359

3642

35.04

3488

3712

423

N50
5617
5.76
562.46Kb
100.34
6368
4587
4144
263
101.22
758

72.475,326bp

Number of Genes

24404

21898

32621

39730

18877

19636

18364

20056

24180

15772

25346

NCBI Accessio &
PRINAB28333
JARQZJ000000
JARQZKD0000C
GCA_01342104
GCF_91476766
GCA_91059233
GCF_90716520
JARTUT000000
JABFTP000000
GCA_02065415

PRINA1029341

display the source of photo

Reference
click can direct
to reference- #+—t Zhuetal 2023b |
page of this
reference

Huang et al., 2025a
Huang et al., 2025a

Zhang et al., 2020a

Download

CDS; Protein

—=» download

CDS; Protein

CDS; Protein

CDS; Protein
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mitogenome

Oenopia sauzefi Olla v-nigrum Propylea japonica i im‘fd’:ﬁ:”:ﬂfu octota Psyliobors lenta jensi: L cardi S loewii bricaud)
T ) .S_ubcucc.lneﬂa ) JVr’b.r'n’ia
Genome ID Species Sequence method Genome Size (Mb) NCBI Accession Reference a
mitogenome0001 Coccidula rufa linear 10589bp JXA12767
click can direct to reference-
mitogenome0002 Cryplolaemus montrouzier linear 17010bp KT874575 Li et al., 2016b .
page of this reference
mitogenome0003 Novius quadnmaculatus linear 12660bp MMN053055 Song et al. 2020a
mitogenome0004 Adalia bipunctata linear 18463bp MW029465 Liet al, 2021d
mitogenome0005 Alolocaria hexaspilota circular 17549bp MK583344 Seoetal, 2019a

mitogenome0006 Anatis ocellata circular 17092bp NC_036272
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U Sage Orthogroup This page can choose to display by well-detected gene family or find all orthogroups based on KEGG annotations.

click can direct to the
description of specjfic term CMONT_004919;

lAnnotation i
IPFA BEP family,percent=89.65 Pﬂfﬂ: PFO1 395:F'HPIGOBP family,percent=89.65

0G0000120

InterPPToT ETZEPTromene/general odorant binding protein InterPro: IPRO36728:Pheromone/general odorant binding protein
. supeﬂamlly,percent 96.13;IPR006170:Pheromone/general odorant binding protein,percent=90.64 supeﬁamily,percent=96.1 3:IPR0O061 ?U:Pheromone!general odorant bindlng
KEGG KO: 0
Well-detected gene family protein,percent=90.64
KEGG KO:
chemosensory -[0G0000120 | . _ .
» 0GO000159 Genome count ———Thetable of differential-expression]of
« OGD000308 : . pe . .
+ 0G0000490 Species count Expression  gpecific gene in different treatments

@ « 0G0000609

6\ Download
&, JP « 0G0001204 30

'/%o + 0G0001329 £ Project Group1 Group2 Change Log2FoldChange

a
% . OG0001775 e 0
2 g, 0G0003446 15
- i franssysu0002 CMFEOIM CMFEO4A  stable  0.940557017749755
0B b l = H i
. OG0008518 .

transsysu0002 CMFEO2M CMFEO3A  stable 0.063985548419821

v

+ OGD00B762 o P db\a\ o
i Rt o of 2?2 Ao? oot e Nad
o coutssnl W e “° aam‘““‘“@m“"“ o M”” Wt gt transsysu0002 CMFEO1A CMFEO3M  stable  1.27451737241413
= =, 39 (;Ud‘\ e > ‘\atm
o o52°
; gggglggg: pEE N transsysu0002 CMFEOT1A ~ CMFEOTM  stable  0.080180663951817
« 0OG0012636 Download w -
« OG0016304 L, cDs download ;
. 0G0018304 , Protein " . \Variance
| YoD TO CHhOOSA <ShHhoaclacg
« OG0023486 = DTrOoptoO-ChHOOSCHPLECICS
ene
Download
Choose a species: | Cryptolaemus montrouzier v Projoct  Variance ID Ref Site a
CMONT 004924:  CMONT 004921 —m'mv—mlo - NT 024345. CMONT 004 The ta b|e Of ]
926, CMONT_004813; CMONT_004377; @ = | project1  projecti_snpse373es T
click variances of different

project!  project1_snp5937349 T

treatments on
specific gene

project!  project_snp5937350 G
project!  project_snp5937351 A

project!  project1_snp5937352 G v
4 G »
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U Sage Orthogroup This page can choose to display by well-detected gene family or find all orthogroups based on KEGG annotations.

@KEGG
°Metabolism

KEGG pathway °Carb0hydr'alte metabolism .
°Gh‘ HK; hexokinase [EC:2.7.1.1] otoriol N . 0600004?8

"GP, pgi’ glucose-b-phosphate IS0Merase [EG.5.3.1.9] -
pfkA, PFK; 6-phosphofructokinase 1 [EC:2.7.1.11] [ ] DG 002 1 482
FBP, fop; fructose-1,6-bisphosphatase | [EC:3.1.3.11]

ALDO; fructose-bisphosphate aldolase, class | [EC:4.1.2.13]

TPI. tpi#; triosephosphate isomerase (TIM) [EC:5.3.1.1]

GAPDH, gapA: glyceraldehyde 3-phosphate dehydrogenase (phosphorylating) [EC:1.2.1.12]

PGK, pgk: phosphoglycerate kinase [EC:2.7.2 3]

PGAM, gpmA; 2,3-bisphosphoglycerate-dependent phosphoglycerate mutase [EC:5.4.2.11]

ENO1_2.3, eno; enclase /23 [EC4 2111 The other are the same with previous described.
PK, pyk; pyruvate kinase [EC:2.7.1.40]

pps, ppsA; pyruvate, water dikinase [EC:2.7.9.2]

PDHA, pdhA; pyruvate dehydrogenase E1 component subunit alpha [EC:1.2.4.1]

PDHE, pdhB; pyruvate dehydrogenase E1 component subunit beta [EC:1.2.4.1]

DLAT, aceF, pdhC; pyruvate dehydrogenase E2 component (dinydrolipoyllysine-residue acetyltransferase) [EC:2.3.1.12]
DLD, lpd, pdhD; dihydrolipoyl dehydrogenase [EC:1.8.1.4]

LDH, Idh; L-lactate dehydrogenase [EC:1.1.1.27]

frmA, ADHS5, adhC; S-(hydroxymethyljglutathione dehydrogenase / alcohol dehydrogenase [EC:1.1.1.284 1.1.1.1]
AKR1A1, adh; alcohol dehydrogenase (NADP+) [EC:1.1.1.2]

ALDH; aldehyde dehydrogenase (NAD+) [EC:1.2.1.3]

ALDHTA1; aldehyde dehydrogenase family 7 member A1 [EC:1.213112181213]

ACSS51_2, acs; acetyl-CoA synthetase [EC:6.2.1.1]

galM, GALM: aldose 1-epimerase [EC:5.1.3.3]

pgm; phosphoglucomutase [EC:5.4.2 2]

PGM2; phosphoglucomutase / phosphopentomutase [EC:5.4.2.25427]

E5.1.3.15; glucose-6-phosphate 1-epimerase [EC:5.1.3.15]

MINPP1; multiple inositol-polyphosphate phosphatase / 2,3-bisphosphoglycerate 3-phosphatase [EC:3.1.3.62 3.1.3.80]
E4.1.1.32, pckA, PCK; phosphoenolpyruvate carboxykinase (GTP) [EC:4.1.1.32]

Citrate cycle (TCA cycle) [PATH:ko00020]

Pentose phosphate pathway [PATH:ko00030]

Pentose and glucuronate interconversions [PATH:ko00040]

Fructose and mannose metabolism [PATH ko00051]

Galactose metabolism [PATH:ko00052]

Ascorbate and aldarate metabolism [PATH:ko00053]

Starch and sucrose metabolism [PATH:ko00500]

Amino sugar and nucleotide sugar metabolism [PATH:ko00520]

Biosynthesis of various nucleotide sugars [PATH ko00541]

Pyruvate metabolism [PATH:ko00620]

Glyoxylate and dicarboxylate metabolism [PATH:ko00630]

Propanoate metabaolism [PATH:ko006401

o ok ko ook oo+
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projecti_snp17458128 scaffodd_1:3165 T G intergenic_region MODIFIER
L
Va rl a n Ce Site Selection projecti_snpl17458130  scafold_1:2138 T c intergenic_region  MODIFIER
ype (mus): . : e e
project1_snp17458131 scaffold_1:3237 G intergenic_region MODIFIER
Scafiolc | scaffold_1 v|
Position 1-1 UODO‘ projecti_snp17458132 scaffodd_1:3274 (v} T intergenic_region MODIFIER
Mutation TYF"’:| - Select a type -- hd project!_snp17450132  scafiold 1:3275 A T intergenic_region  MODIFIER
>
Search 8 . g ) . . -
projecti_snp17458134 scaffodd_1:3342 A G intergenic_region MODIFIER

l Click and display information below roctt_snpi745135 | soafd 12345 T C  iergenicregon  MODIFIER
Sie Selection choose the criteria for selecting sites.

MType (must): |- Select a type — v|

Cryptolaemus montrouzieri

Treat ID Location Data type Number
IScaffoid: |- Select a scaffold - v |

s Ausatrata resacuance 0 »
(Besban IPosition: 18(X0X,J00X) OF TegION (X=X XXX-XXX)

IMutation Type: | - Select a type — v

Bs China(Yunnan,  resaquence L

Bacshan Isslection: | — Whether selected —- v |

TreatID REFREF REFRALT ALT/ALT .

cs Australls ressquence 0 Search
(Canberra)

CMFEAPH.F1 China resaquance 0
(Guangzhou.
Sun

s F10A 3 5 4] 1

University)

CMFEAPH-F10  China ressquence 10
(Guangzhou.

i Fila & 4 o 0

CMFEAPH-F2

F1m 2 2 4] 0

CMFEAPH.F20  China resaquance 10

F20A G 3 0 0

CMFEMEAF1 China resaquence 10

Unwvessity)

Faa

=
(%]
=%
=)

HO China resaquence 10
(Guangdang.
Guangzhou

e Cchina resaquance 5

click to display the detailed information of

Guangzhou)

Tt e fic site
specific site.
(Guangdang.

(Guangdang.
Snenznen)

Treat ID REFIREF REF/ALT ALT/ALT
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16S rRNA

The number of microbiome of ladybird: 970 (2025-08.27)

Anisolemnia dilatata

Harmania dimidiata

Project

1Bssysuocat
1Bssysudoo
1Bssysu0001
16ssysuo001
1Bssysu0001
1Bssysudnot
1Bssysudoot
1Gssysu0001
Tessysuonat
1BasysuDDO1
1BssysudBo
1Bssysudno1
1Bssysu0002
1Bssysu0002
1BssysuO00S
16ssysu000S
1BssysudOOs
1Bssy=u0006
1B3sysuD00S
1Bssysu000S

1Bssysu0008

Cheilomenes
‘sexmaculata

Henosepilachna

et

Location

China {Guangzhou, Sun Yat-sen University)

China {Guangzhou, Sun Yat-sen University)

China {Guangzhou, Sun Yat-sen University)

China {Guangzhou, Sun Yat-sen University)

China {Guangzhou, Sun Yat-sen University)

China {Guangzhou, Sun Yat-sen University)

China (Guangzhou, Sun Yai-sen University)

China {Guangzhau, Sun Yat-sen University)

China {Guangzheu, Sun Yat-sen University)

China (Guangzhios, Sun Yat-san Univarcity)

China {Guangzhou, Sun Yai-sen University)

China (Guangzhiu, Sun Yat-sen University)

China {Guangzhou, Sun Yal-sen University)

China {Guangzhou, Sun Yat-sen University)

China (Guangzhiou, Sun Yat-sen University)

China {Guangzhou, Sun Yat-sen Univarsity)

Ghina (Guangzhou, Sun Yai-sen University)

China {Guangzhou, Sun Yat-sen University)

China (Guangzhou, Sun Yat-sen University)

China (Guangzhou, Sun Yat-sen University)

Ghina (Guangzhou, Sun Yat-sen University)

Ghilocorus bijugus

ligis koebeiei

Stage

adult

adult

adult

st

et

adult
dhinstar larva
sthanstar larva
sthanstar larva
atnanstar lana
dihinstar larva

4thinstar larva

2-4th-instar larva
thvinstar larva
athinstar larva
4tiinstar larva
ativinstar larva
dthinstar larva
tfvinstar larva

4thvinstar larva

Coccineli
septempunctata

Meis shensiensis

Tissue

3 whole individusls

3whole individuals

3 whole individusls

3 whole indivisusls

3 whale individusls

3whole individuals

muliiple whole individuals

multiple whole individuals

multiple whole individuals

multiple whole mdividuzis

multiple whole individuals

multiple whole individuals

guis frem 10 individuals

guts from 10 individuals

singbe whose indhvidual

singie whosa indnvidual

singke whoie individual

singke whose individual

singbe whoie indhvidual

singbe whote individual

singbe whose individual

Coelophora biplagiata

Micraspis discolor Novius pumilus

click

Diet

Megoura erassicauda

Megoura erassicauda

Megaura crassicsuds.

Planococsus citri

Planococcus citri

Flanocooous eitri

Megoura erassicauda

Megoura crassicsuds.

Megoura crassicauda

PFlanococeus eitri

Planocacous sitri

Planocossus citri

Planoeageus sitri

Flanococeus eitri

Planocossus citri

Planococsus citri

Flanocacous citri

Flanocoseus eitri

Planococsus citri

Planococcus citri

Planocacous citri

Coeiophora saucia

Cryptolaemus

i Deiphastus catalinae
montrouzieri

Harmonia axyridis

Platynaspis maculoss  Propylea japonica

Download |

| Taxa:

168 rRNA species component

W Yersini M Enterob M Burkhold
M laceae W -
M Morganellaceae [l Pseudomonadaceae [l Comamonadaceae [l Other

PO1S01
P01502
PO1503
P01504
PO1505
P01506
PO1S07
P0O1508
PO1509
P01S10
PO1S11
PQ1512
P02501
PO2502
P0O5301
PQ5502
P0O5503
PO5S04
P05S05
PQ5506
PO5507
PO5508
PO5509
P05510
PO5S11
P05812

choose the level of taxonomy to display

download the data of specific level

of taxonomy
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Sdge s

Project Location Stage Tissue Diet Treatment_type

itspublic0001 China (Shaanxi, Morth West A & F University) none none none

itspublic0001 China (Shaanxi, Morth West A & F University) none none none

itspublic0001 China (Shaanxi, North West A & F University) none none none

The number of ITS of ladybird: 65 (2025-08-27)
itspublic0001 China (Shaanxi, Morth West A & F University) none none none
-
i
5 itspublic0001 China (Shaanxi, Morth West A & F University) mone none none
.o
C I IC k itspublic0001 China (Shaznxi, North Wast & & F University) nane none nane
>
itspublic0001 China (Shaanxi, Morth West A & F University) none none none
. o itspublic0001 China (Shaanxi, North West A & F University) none none none
= _— E0SE, na " . B
Harmonia axyridis e 5 Micraspis discolor
vigintiocfopunctata

itspublic0001 China (Shaanxi, Morth West A & F University) none none none

itspublic0001 China (Shaanxi, Morth West A & F University) none none none

itspublic0001 China (Shaanxi, North West A & F University) none none none

itspublic0001 China (Shaanxi, Morth West A & F University) none none none

itspublic0001 China (Shaanxi, Morth West A & F University) none none none

itspublic0001 China (Shaanxi, Morth West A & F University) none none none

itspublic0001 China (Shaanxi, Morth West A & F University) none none none

itspublic0001 China (Shaanxi, Morth West A & F University) none none none
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U Sage metagenome

The number of metagenome of ladybird: 10 (2025-08-27)

Project Speices Sample Experiment design Reference
metasysu0001 Henosepilachna vigintioctopunctata China (Guangzhou, Sun Yat-sen University) metagenomic sequencing of guts from multiple 4th-instar larval individuals
metasysul002 Micraspis discolor China (Guangzhou, Sun Yat-sen University) metagenomic sequencing of guts from multiple 4th-instar larval individuals
metasysu0003 Coccinella septempunctata China (Guangzhou, Sun Yat-sen University) metagenomic sequencing of guts from multiple 4th-instar larval individuals
metasysu0004 Cryptolaemus montrouzieri China (Guangzhou, Sun Yat-sen University) metagenomic sequencing of guts from multiple 4th-instar larval individuals
metasysu0005 Henosepilachna vigintioctopunctata China (Shenzhen, Sun Yat-sen University) metagenomic sequencing of guts from multiple 4th-instar larval individuals
metasysu0006 Coccinella septempunctata China (Shenzhen, Sun Yat-sen University) metagenomic sequencing of guts from multiple 4th-instar larval individuals
metasysu0007 Cryptolaemus montrouzieri China (Shenzhen, Sun Yat-sen University) metagenomic sequencing of guts from multiple 4th-instar larval individuals
metasysu0003 Henosepilachna vigintioctopunctata China (Jiangsu, Sugian) metagenomic sequencing of guts from multiple dth-instar larval individuals
metasysu0009 Coccinella septempunctata China (Henan, Nanyang) metagenomic sequencing of guts from multiple 4th-instar larval individuals

metasysul010 Micraspis discolor China (Shenzhen, Sun Yat-sen University) metagenomic sequencing of guts from multiple 4th-instar larval individuals



@ LadybirdB

Usage

Cryplolaemus
montrouzien

k

Cryptolaemus montrouzieri

Search | Clear

Species
L

clic PE———

Cryplolaemus montrouzieri

Cryptolaemus montrouzier

Cryplolsemus montrouzieri

Coccinella
sepfempunciata

Novius pumilus

Diet

Megoura japonica
Megoura japonica
Myzus persicae

Nezara viridula eggs

Cr Dy
o P

Cr P Gitri
Cryr citrt
Cryr citrt
Ci Pi citri

G P citri
Cr P minor

Cryptolaemus montrouzien

Adslia bipunctsta eggs

Search the tested records of some
commonly used biological agents.

Diet range

Propylea japonica

Diet Family
Aphididae
Aphididae
Aphididae
Pentatomidae
Pseudococcidae
Pseudococcidae
Pseudococcidae
Pseudococcidae
Pseudococcidae
Pseudococcidae
Pseudococcidae
Pseudococcidae

Coccinellidae

Biology | Ecology | Genomics | Microbiomics |

Labtest | Others | Tools

This page can choose to display the diet ranges of single predator or the recorded predator of single prey or whether
there are records of a predator preyed on a prey.

Harmonia axyridis

Diet common name
aphids
aphids
aphids
bugs
coccids
coccids
coccids
coccids
cocdids
coccids
coccids
coccids

ladybirds

Method 2

Choose a predator (can be chosed independantly):

| Adalia bipunctata |

choose a predator

Choose a prey (i

can be chose

d independantly):
i\

J?\“"w |

pollen

others plants payllids thrips wasps

Adalia bipunctata

aphids
Zem] &= | click can clear all chosen options
. Species Diet Diet Family Diet common name Feed Development
C I I C k Adslia bipunctata  Acyrthosiphon pisum | Aphididae aphids yes yes
Adalia bipunstatz . Acyrthosiphon pisum | Aphididae aphids yes yes
Adalia bipunctata | Aphiz gossypii Aphididas aphids yes yes

——

click can direct to biology click can direct to biology page
page of this species of this species

na

China (Qinghai University)

»

click to choose a
prey (can only
choose prey without
predator)

whiteflies
Reproduction Rearing lab Reference
yes Belgium (Ghent University) ~ Bonte et al., 2010a
¥ES Belgium (Ghent University)  De Clercq et al., 2005a

Wei et al., 2024a

/

click can direct to reference
page of this reference
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Usage

Life history

Cheiflomenes
sexmaculata

Treatment ID

20121104CMONT_WHITEFLY

20170101CMONT_BRINESHRIMP

20170101CMONT_MEALYWORM

20170101CMONT_POLLEN

20170101CMONT_BEEFMEAT

20170101CMONT_PORKLIVER

20150101CMONT_APHID

201701 0CMONT_APHIDMEDIUMFZ

Caccinella
seofemounctata

Institute

China (Guangzhou,

China (Guangzhou,

China (Guangzhou,

China (Guangzhou,

China (Guangzhou,

China (Guangzhou,

China (Guangzhou,

China (Guangzhou,

Coelophora saucia

Sun Yat-sen University)

Sun Yat-sen University)

Sun Yat-sen University)

Sun Yat-sen University)

Sun Yat-sen University)

Sun Yat-sen University)

Sun Yat-sen University)

Sun Yat-sen University)

Cryptolaemus
montrouzier

Harmomia axyridis

Note

click

No_individuals
105

112

74

116

113

43

click can direct to reference

Note Reference

Liet al, 2021a

Lietal, 20215

Liet al, 20215

Lietal, 20215

Liet al, 20215

Liet al, 20212

Lietal, 20215

Micraspis discolor

Li et al., 2018a

‘//’

page of this reference

FPropylea jsponica

lsemus montrousiri
Dot B & W ey

40

30

20

0 & %$¥%£;%
0 —r v

Cryptolacmus montrouzieri
Development Stage Pupa fife history

T R =T

0.9 0972477

1 0.971429 .S
0.933884

0.8332
08 0.776786
0.72973)

07491379

0 T r —

Cryptolaemus montroutier:
Survival rate Stage 4 survival rate

0.989899
1 053299528

09412
08571 133333 0.854269
0794108 08
08
0732394
0.66666%
0.6017
06
05
04
033333
02
b1111 1) 0125
002857
0 00 0 00 0
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Usage

Tested species

Coccinella septempunctata
Coceinella septempunctata
Coccinella septempunctata
Coccinella septempunctata
Coccinella septempunctata
Coccinella septempunctata
Coccinella septempunctata
Coccinella septempunctata

Coccinella septempunctata

Stress tolerance

Cheilomenes
sexmaciiata

Pesticide
Afidopyropen
Chlorantraniliprole
Tetrachlorantraniliprole
Broflanilid
Chlorantraniliprole
Cyantraniliprole
Cycloxaprid
Thiamethoxam

Acetamiprid

Coccinella
seplempunciata

Eniopis connexa Harmonia axyndis

Pesticide (Chinese name)
WEFRE

BRI RAHE

RRRAEREE
FRKERE
HEREE
R
B

TE BB

click

Locality Treatment
China (China Agricultural University)
Shenyang University of Technology
Shenyang University of Technology
Shenyang University of Technclogy
Shandong Agricultural University
Shandong Agricultural University

Chinese Academy of Agricultural Sciences
Hebei Agriculture University

inject to abdomn

Fujian Key Laboratory for Menitoring and Integrated Management of Crop Pests

Survival rate

na
na
na

negative

negative
na

na

Developme Egg hatchability

negative

negative
negative
na

negative

Hippodamia variegats

na

na

negative
na

na

Reference

Liu et al., 2024c
Cong et al., 2023a
Cong et al., 2023a
Cong et al., 2023a
Jiang et al., 2020b
Jiang et al., 2020b
Wu et al., 20229

Cheng et al., 2022a

You et al , 2022a

| Tools

click can direct to reference
page of this reference
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U Sage Reference (Guest)

Reference Find Examples for Searching:
Title | Please input the title of article Title: Enter the name of the tile to find the reference.
o Example: Horizontally acquired antibacterial genes associated

Citation formation | Please input the citation formation for searching with adaptive radiation of Iadyb|rd beetles;

Citation formation: Enter the citation formation for searching;

Rhice Example: Li et al., 2021;

Year:|0 -|2025 | Year: Enter the year range for search.

Author: \ Example:2021/2021-2025;

| — & Author: Enter the name of author to find related works.
Example: Li Hao-sen (this way is under developting, which

Keywords: --- v

will not hit more results without such accuracy).

Search Clear

click can search based on click can clear all set criteria
the criteria
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Usage

Links

Site Type

ladybird-related
database

ladybird-related
database

ladybird-related
database

ladybird-related
database

ladybird-related
database

ladybird-related
database

ladybird-related
database

ladybird-related
database

Site Name

Coccinellidae de Chile

Brisbane Ladybirds

Nicky Bay's Marco

Photography

Ladybug Planet

The Lost Ladybug Project

ScaleMet

PhylAphidB@se

Wikispecies

URL

hitp:/fwwer coccinellidae clf

http:/fwww brisbaneinsects.com/brisbane_ladybirds/

hitps:/fiwww.nickybay com/coccinellidae-checklist-

ladybird-beetles/

https:/fladybugplanet.com/

hitp:/fwnaw lostladybug.orgfindex php

http:/fscalenet info/

https:/faphiddb.supagro.inrae.fr/

https:/ispecies.wikimedia.orgwikilMain_Page

Description

ladybirds in Chile

ladybirds in Brizsbane, Australia

ladybird photos taken by Nicky Bay from Singapore

ladybird website created by Pamela Anne

a project of ladybird survey in North America

comprehensive information of scales, one of the main prey of ladybirds

comprehensive information of aphids, one of the main prey of ladybirds

species information including ladybirds

provide the links of some widely used websites



Usage
morphology

Basic Information

Food: coccids v

Locality: Unknown ~

Result

Adult morphology

Body length: ‘0 ‘mm - ‘0 ‘mm

Body width: ‘ 0 ‘mm -‘ 0 ‘mm

Head Color:
() black [ white (J yellow && red J brown [J orange

Elytra Color:
O yellow U black orange [ red [J brown [J white [ blue

With hair:  Unknown ~

Chilocorus Chilocorus Chilocorus Cryptolaemus
politus rubidus nufitarsis montrouzieri
Novius Novius Scymnus Serangium

Search

»
>

0
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click can direct
to biology page
of this species



Job name

KF022225

Seq fasta

CTTAGGTCTACTGAAAGATTAATTGGAAAT &
GACCAAATTTATAATGTTATTGTTACAGCTC §
ATGCTTTTA

TTATAATTTTTTTTATAGTTATACCTATTATAA

TTGGGGGATTTGGAAATTGATTAGTTCCCC |

Or upload the file EES M | REEH

Choose Your Barcode type(®

@ mt:COl O mtCOll O mt-ND2 O mtCytB
O 12S rRNA O 16S rRNA

Choose Database(?)

O All @® Accurate
Threshold for judge
Start >

0
a 9 1P Ba‘Se Biology | Ecology | Genomics | Microbiomics | Labtest | Others | Tools

Usage

Barcode

click can direct to biology
page of this species

The threshold of idgntity for detection: 0.97

Potential speciesy Micraspis disgolor;

Query_id Subject id Target species Identity Alignment_length Mismatches Gap_openings ¢ start ¢q end s start s_end

KF022225 KF022225 Micraspis discolor 100 498 0 0 4 501 1 498

{1 EEEEEEEEEE———— [ ]
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Barcode

Blast

Query fasta

Job name

CMONT_001

Seq fasta

ANVSDTTSRVHAFCGNLSMRAPNVKCYPEPNALNPCEDIMGYSWLRISVWFVVVLTVVGNL #

AVIIVVIFS

GGDLTVTRFLICNLAIADLSMGLYLLLIAFMDLHSVGSYFNFAYDWQYGTSRVDFRNRMQIG [
RFPHRFRK v
SSISIYLNSSHNRTLYCNHLRYLFNQKDSNRHSYEDDDIRVALFYCDRRFAFDGCE %

Orupload the file | FEbRSCHE | FIHESHF click can direct to the gene page of specific gene

A
Choose a BLAST algorithm
blastp v l
Databases
Ladybird protein database 5 Query_id Subject_id Identity Alignment_length Mismatches Gap_openings
CMONT_001 CMONT_000001-12 100 616 0 0
Lazzraef jUdge CMONT_001 CMONT_000001-T1 100 539 0 0
Max target sequences CMONT_001 ABIPU_006696-T1 68 547 165 2
50 . CMONT_001 HAXYR v2_03175-T1 69 533 161 2
CMONT_001 CSEPT_v2_04480-T1 70 502 144 1
Start »  CMONT_001 MDISC_003721-T1 67 538 169 4

q_start

q_end
616
539
539
539
539

539

s_start

29

s _end
616
539
547
532
530

531

e_value

0

0

0
a y ],P Base Biology | Ecology | Genomics | Microbiomics | Labtest | Others | Tools

bit_score
1287
1127

795

771

767

755
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Usage

Expression

choose a species and the type of
treatments (optional) to display
the information of transcriptome

Project: | -- Select a project -- V\ Clear

transsysu0001-20140806-China (Guangdong, Sun Yat-sen University, Guangzhou Campus)
transsysu0002-20170802-China (Guangdong, Sun Yat-sen University, Guangzhou Campus)
(
(

Transcrip

. . ) SRA Reference
transsysu0003-20171018-China (Guangdong, Sun Yat-sen University, Guangzhou Campus)
— transsysu0028-20230424-China (Guangdong, Sun Yat-sen University, Guangzhou Campus)
Group - Group 2 ® Gene O lIsoform Log2FokdChange Pvaluz | 0.05 Submit
L]
Change: Funcion: | Chemosensory v | et nange [~ v Funcion |~ v| | pownioad click
. Orthogroup
C h Oose tO d I S p I ay t h e res U It Gene ID Change log2FoldChange p-adjust Orthogroup  Function CMFEAPH1 CMFEAPHZ CMFEMEA1 CMFEMEAZ CMLAAPH1 CMLAAPH2 CML
CMONT_000001  down -1.41294414863335  0.0001389253196756 0G0001460 LSHR 8.725599 11.75586 8.78606 5.282698 9.741647 14.11679 10.5¢
CMONT_000004  down -1.87796052269135  3.48439448037545e-06 OGO00018S  P450 253.5847 355.0433 240 4506 181.3702 608.3659 350.0519 267.€
CMONT_000006  down -1.27042434472052  9.03880507294434e-06 OGD001981  unknown 143.475 172.3088 70.92413 89.9108 160.3026 168.9949 1227
CMONT_000013  down -3.77249679147507  1.1153933413975201e-  OGO000065  CAT 178.0169 106.5845 45.93087 56.66036 1076.556 574.8329 143%
15
CMONT_000014  down -3.73900724773115  3.8011399648012e-19 (0G0000065 413.2458 262.2265 206.6795 2041214 2372.603 1467914 1299

click can direct to specific orthogroup
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Primer

Species: |all v

PrimerID Species/groups Targetregion Tm Reference Sequence _

/ Forward: ACTCCTACGGGAGGCAGCA

primer000001 bacteria 16S rRNA?v3-v4 52 @
click Reverse: GGACTACHVGGGTWTCTAAT
primer000002 Bacteria, Soil 16S rRNA v4 63.6/51.2 Francioli et al., 2021a Q
primer000003 universe primer for Coccinellidae DNA marker 18S rRNA Szawaryn et al., 2015a Q
primer000004 Coccinellidae 18S rRNA na 2
primer000005 universe primer for Coccinellidae DNA marker 18S rRNA Szawaryn et al., 2015a &)
primer000006 universe primer for Coccinellidae DNA marker 18S rRNA Szawaryn et al., 2015a Q
primer000007 universe primer for Coccinellidae DNA marker 18S rRNA Szawaryn et al., 2015a Q
primer000008 Coccinellidae 28S rRNA Szawaryn et al., 2015a Q
primer000009 Medicinal Plant Species ITS2 56 Chen et al., 2010a @)
primer000010 fungi, Coccinellidae ITS2 | White et al., 1990a | Q

click can direct to reference-
page of this reference
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